Figure S1. Phylogenetic analysis of PRMTs.
A neighbor-joining phylogenetic tree of PRMTs from various organisms. PRMT genes from Chlamydomonas reinhardtii, human, sea urchin (Strongylocentrotus purpuratus), Arabidopsis thaliana, rice (Oryza sativa, Japonica group), and yeast (Saccharomyces cerevisiae) were aligned. The numbers on the nodes indicate the bootstrap values (1000 replicates). Protein sequences used in the alignments were as follows. Chlamydomonas: Cr-PRMT1 (Cre03.g172550), Cr-PRMT2 (Cre12.g558100), Cr-PRMT3 (Cre16.g685900), Cr-PRMT4 (Cre15.g635350), Cr-PRMT5 (Cre03.g176550), Cr-PRMT7 A. Analysis of affinity purified antibodies to PRMT1 and 10, using a gel sample of whole, intact flagella.
B. Analysis of affinity purified antibodies to PRMT1 and PRMT10 using flagellar samples from fla10-1 cells from at the permissive temperature (23 C). The flagella were fractionated as indicated (see Methods for further details on the fractionation). At increased exposure times, as shown here, the PRMT1 antibodies also appear to bind non-specifically to a high molecular weight doublet that is a component of the axoneme. A BLAST search of the Chlamydomonas genome identified five residues of the 15-mer peptide used as antigen in a hypothetical protein having a calculated mass of 265kDa, similar in size, but larger than the bands identified by the PRMT1 antibodies at long exposure times. Table S1 . Raw data of PRMT 1 and PRMT 3 intensities for basal puncta during flagellar resorption and regeneration.
Mean ± SEM values from three independent experiments, the numbers of puncta counted, and total flagellar numbers are summarized. Table S2 . Raw data for flagellar PRMTs 1, 3, 5 and 10 puncta intensities from fla10-1 cells.
(A) Summary of the PRMT 1 and PRMT 3 spot intensities at the flagellar tip and the base. Mean ± SEM values from three independent experiments, the numbers of puncta counted, and total flagellar numbers are summarized.
(B) Summary of PRMT 1, 3, 5, and 10 spots measured along the flagella length from base to tip. Mean ± SEM values from three independent experiments, the numbers of puncta counted, and total flagellar numbers are summarized. Mean ± SEM values from three independent experiments, the numbers of puncta counted, and total flagellar numbers are summarized.
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human-PRMT2 Similarity of the Chlamydomonas PRMT3 sequence (top row) with the sequence containing the antigen (bottom row) used to produce Abcam antibody ab91430. The synthetic antigenic peptide used was derived from the N-terminal 50 amino acids of human PRMT3 (accession number NP_005779.1).
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Similarity of the Chlamydomonas PRMT5 sequence (top row) with the sequence containing the antigen (bottom) used to produce Abcam antibody ab31751. The synthetic antigenic peptide used was derived from within residues 600 to the C-terminus of human PRMT5 (accession number XM_017020927). 
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